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<141> Herewith 
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<160> 6 

<170> PERL Program 

<210> 1 
<211> 242 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> inisc_f eature 

<223> Incyte ID No: 6338333CD1 

<400> 1 

Met Ser Arg Leu Ser Trp Gly Tyr Arg Glu His Asn Gly Pro lie 

15 10 15 

His Trp Lys Glu Phe Phe Pro lie Ala Asp Gly Asp Gin Gin Ser 

20 25 30 

Pro lie Glu lie Lys Thr Lys Glu Val Lys Tyr Asp Ser Ser Leu 

35 40 45 

Arg Pro Leu Ser lie Lys Tyr Asp Pro Ser Ser Ala Lys lie lie 

50 55 60 

Ser Asn Ser Gly His Ser Phe Asn Val Asp Phe Asp Asp Thr Glu 

65 70 75 

Asn Lys Ser Val Leu Arg Gly Gly Pro Leu Thr Gly Ser Tyr Arg 

80 85 90 

Leu Arg Gin Val His Leu His Trp Gly Ser Ala Asp Asp His Gly 

95 100 105 

Ser Glu His lie Val Asp Gly Val Ser Tyr Ala Ala Glu Leu His 

110 115 120 

Val Val His Trp Asn Ser Asp Lys Tyr Pro Ser Phe Val Glu Ala 

125 130 135 
■ Ala His Glu Pro Asp Gly Leu Ala Val Leu Gly Val Phe Leu Gin 

140 145 150 
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lie Gly Glu Pro Asn Ser Gin Leu Gin Lys lie Thr Asp Thr Leu 

155 160 

Asp Ser lie Lys Glu Lys Gly Lys Gin Thr Arg Phe Thr Asn Phe 

170 175 180 

Asp Leu Leu Ser Leu Leu Pro Pro Ser Trp Asp Tyr Trp Thr Tyr 

185 190 195 

Pro Gly Ser Leu Thr Val Pro Pro Leu Leu Glu Ser Val Thr Trp 

200 205 210 

lie Val Leu Lys Gin Pro lie Asn He Ser Ser Gin Gin Leu Ala 

215 220 225 
Lys Phe Arg Ser Leu Leu Cys Thr Ala Glu Gly Glu Ala Ala Ala 

230 235 240 

Phe Leu 



<210> 2 

<211> 460 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1415322CD1 
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230 235 240 

Gly Thr Glu Gly Ala Lys Val Arg Phe Glu Glu lie Ala Ser Val 

245 250 255 

He Asn Ser Ala Leu Asp Leu Tyr Phe Pro Glu Gly Cys Gly Val 

260 265 270 

Asp lie Phe Ala Glu Leu Gly Arg Tyr Tyr Val Thr Ser Ala Phe 

275 280 285 

Thr Val Ala Val Ser He He Ala Lys Lys Glu Val Leu Leu Asp 

290 295 300 

Gin Pro Gly Arg Glu Glu Glu Asn Gly Ser Thr Ser Lys Thr He 

305 310 315 

Val Tyr His Leu Asp Glu Gly Val Tyr Gly He Phe Asn Ser Val 

320 325 330 

Leu Phe Asp Asn He Cys Pro Thr Pro He Leu Gin Lys Lys Pro 

335 340 345 

Ser Thr Glu Gin Pro Leu Tyr Ser Ser Ser Leu Trp Gly Pro Ala 

350 355 360 

Val Asp Gly Cys Asp Cys Val Ala Glu Gly Leu Trp Leu Pro Gin 

365 370 375 

Leu His Val Gly Asp Trp Leu Val Phe Asp Asn Met Gly Ala Tyr 

380 385 390 

Thr Val Gly Met Gly Ser Pro Phe Trp Gly Thr Gin Ala Cys His 

395 400 405 

He Thr Tyr Ala Met Ser Arg Val Ala Trp Glu Ala Leu Arg Arg 

410 415 420 

Gin Leu Met Ala Ala Glu Gin Glu Asp Asp Val Glu Gly Val Cys 

425 430 435 

Lys Pro Leu Ser Cys Gly Trp Glu He Thr Asp Thr Leu Cys Val 

440 445 450 

Gly Pro Val Phe Thr Pro Ala Ser He Met 

455 460 



<210> 3 

<211> 328 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> inisc_feature 

<223> Incyte ID No: 3267634CD1 



<400> 3 

Met Glu He Val Trp Glu Val Leu Phe Leu Leu Gin Ala Asn Phe 

15 10 15 
He Val Cys He Ser Ala Gin Gin Asn Ser Pro Lys He His Glu 

20 25 30 

Gly Trp Trp Ala Tyr Lys Glu Val Val Gin Gly Ser Phe Val Pro 

35 40 45 

Val Pro Ser Phe Trp Gly Leu Val Asn Ser Ala Trp Asn Leu Cys 

50 55 60 

Ser Val Gly Lys Arg Gin Ser Pro Val Asn He Glu Thr Ser His 

65 70 75 

Met He Phe Asp Pro Phe Leu Thr Pro Leu Arg He Asn Thr Gly 

80 85 90 

Gly Arg Lys Val Ser Gly Thr Met Tyr Asn Thr Gly Arg His Val 

95 100 105 
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Ser Leu Arg Leu Asp Lys Glu His Leu Val Asn lie Ser Gly Gly 

110 115 120 

Pro Met Thr Tyr Ser His Arg Leu Glu Glu lie Arg Leu His Phe 

125 130 135 

Gly Ser Glu Asp Ser Gin Gly Ser Glu His Leu Leu Asn Gly Gin 

140 145 150 

Ala Phe Ser Gly Glu Val Gin Leu lie His Tyr Asn His Glu Leu 

155 160 165 

Tyr Thr Asn Val Thr Glu Ala Ala Lys Ser Pro Asn Gly Leu Val 

170 175 180 

Val Val Ser lie Phe lie Lys Val Ser Asp Ser Ser Asn Pro Phe 

185 190 195 

Leu Asn Arg Met Leu Asn Arg Asp Thr lie Thr Arg lie Thr Tyr 

200 205 210 

Lys Asn Asp Ala Tyr Leu Leu Gin Gly Leu Asn lie Glu Glu Leu 

215 220 225 

Tyr Pro Glu Thr Ser Ser Phe lie Thr Tyr Asp Gly Ser Met Thr 

230 235 240 

lie Pro Pro Cys Tyr Glu Thr Ala Ser Trp He He Met Asn Lys 

245 250 255, 

Pro Val Tyr He Thr Arg Met Gin Met His Ser Leu Arg Leu Leu 

260 265 270 

Ser Gin Asn Gin Pro Ser Gin He Phe Leu Ser Met Ser Asp Asn 

275 280 285 

Phe Arg Pro Val Gin Pro Leu Asn Asn Arg Cys He Arg Thr Asn 

290 295 300 

He Asn Phe Ser Leu Gin Gly Lys Asp Cys Pro Asn Asn Arg Ala 

305 310 315 

Gin Lys Leu Gin Tyr Arg Val Asn Glu Trp Leu Leu Lys 

320 325 

<210> 4 

<211> 911 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 6338333CB1 

<400> 4 

cggaattcgg ctcgagttcc accccgaggg accatgtcga ggctcagctg gggataccgc 60 
gagcacaacg gtcctattca ctggaaggaa tttttcccta ttgctgatgg tgatcagcaa 120 
tctccaattg agattaaaac caaagaagtg aaatatgact cttccctccg accacttagt 180 
atcaagtatg acccaagctc agctaaaatc atcagcaaca gcggccattc cttcaatgtt 240 
gactttgatg acacagagaa caaatcagtt ctgcgtggtg gtcctctcac tggaagctac 300 
aggttacggc aggttcacct tcactggggg tccgctgatg accacggctc cgagcacata 3 60 
gtagatggag tgagctatgc tgcagagctc catgttgttc actggaattc agacaaatac 420 
cccagctttg ttgaggcagc tcatgaacca gatggactgg ctgtcttggg agtgttttta 480 
cagattggtg aacctaattc ccaactgcaa aagattactg acactttgga ttccattaaa 540 
gaaaagggta aacaaactcg attcacaaat tttgacctat tgtctctgct tccaccatcc 600 
tgggactact ggacatatcc tggttctctt acagttccac ctcttcttga gagtgtcaca 660 
tggattgttt taaagcaacc tataaacatc agctctcaac agctggccaa atttcgcagt 720 
ctcctgtgca cagcggaggg tgaagcagca gcttttctgt gatagagtct cactctgtca 7 80 
cccaggctgg agggcagtgg tacaatcttg gctaattgca gcctccaact cctggactca 840 
agtgatcctc ccacctcagc ctccagagtc ctgaccactg gcatgacttt tcccaaatgc 9 00 
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cagggggaaa a 

<210> 5 

<211> 2064 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1415322CB1 

<400> 5 

gtggctgctg ggctggcggg gcgcaggccg 
ggaggcgccg aggatccgat tcactccctg 
gcgttttaag cagaggcctc ggctccgcaa 
tttcgaggtc accggcgacc ccccctagca 
gacggagttt gtgtgttgca tactttctaa 
cccgtcagct cctcctgcaa ggcatggctg 
tggaggaggg cttcagtacc cgagacctgc 
ccaccacgga cgaggtagct gccttcttcg 
acttttgctt tctgaagtgc ctgccacgag 
gcagcccagg tgtgctgaag gttctggccc 
aggcagagat ggagttggtc cagcatattg 
acccctgtaa gcaaattgca cagatcaaat 
gctttgacaa tgagatggag ctggcaaagg 
ttctgtgcat tgctaccgat gactcccact 
tgtcactgaa atcctgcaga cacctgcttg 
tgggtgtgag ttttcacatt ggcagtggct 
tcgcagacgc ccggctcgtg tttgaaatgg 
tggaccttgg tggtggcttc cctggcacag 
cttccgtgat caactcagcc ttggacctgt 
ttgctgagct ggggcgctac tacgtgacct 
ccaagaagga ggttctgcta gaccagcctg 
agaccatcgt gtaccacctt gatgagggcg 
acaacatctg ccctaccccc atcctgcaga 
gcagcagcct gtggggcccg gcggttgatg 
tgccgcaact acacgtaggg gactggctgg 
gcatgggttc ccccttttgg gggacccagg 
tggcctggga agcgctgcga aggcagctga 
gtgtgtgcaa gcctctgtcc tgcggctggg 
tcttcacccc agcgagcatc atgtgagtgg 
gcctcagaga tgcatctggg agaggtgggg 
gactctggtg cccaccctgc cacccccgcg 
aggaccagtc ttacactcgc tgtagttcaa 
tgtgtctgcc tcctctgcag tgcaaggggc 
ggtctccttt ggtctccttc ccacctttgt 
tttttaaaaa ctgaaaaaaa aaaa 

<210> 6 

<211> 2938 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: 32 67 634CB1 



cgggacccga gcccggggaa gcgagagagc 60 
gggagaccta tgggccgaag ccgtgtaaat 12 0 
ctgccactcc tcctcggggt gttgcacaag 180 
gcgcgcctgg ctctggcccc cgcgaaggag 24 0 
ggcggcggct gcagcagcgg ctccatccag 3 00 
gctacctgag tgaatcggac tttgtgatgg 3 60 
tgaaggaact cactctgggg gcctcacagg 420 
tggctgacct gggtgccata gtgaggaagc 480 
tccggccctt ttatgctgtc aagtgcaaca 540 
agctggggct gggctttagc tgtgccaaca 600 
gaatccctgc cagtaagatc atctgcgcca 660 
atgctgccaa gcatgggatc cagctgctga 720 
tggtaaagag ccaccccagt gccaagatgg 780 
ccctgagctg cctgagccta aagtttggag 840 . 
aaaatgcgaa gaagcaccat gtggaggtgg 900 
gtcctgaccc tcaggcctat gctcagtcca 9 60 
gcaccgagct gggtcacaag atgcacgttc 1020 
aaggggccaa agtgagattt gaagagattg 1080 
acttcccaga gggctgtggc gtggacatct 1140 
cggccttcac tgtggcagtc agcatcattg 1200 
gcagggagga ggaaaatggt tccacctcca 12 60- 
tgtatgggat cttcaactca gtcctgtttg 1320 
agaaaccatc cacggagcag cccctgtaca 1380 
gctgtgattg cgtggctgag ggcctgtggc 1440 
tctttgacaa catgggcgcc tacactgtgg 1500 
cctgccacat cacctatgcc atgtcccggg 15 60 
tggctgcaga acaggaggat gacgtggagg 1620 
agatcacaga caccctgtgc gtgggccctg 1680 
gcctcgttcc ccccggagaa tcccagcggg 1740 
aagatggcag gcaagggtac ccttggccag 1800 
ctccacctgc agtgtttctg ccctgtaaat 1860 
gtatgcaaca taaatcctgt tccttccagc 1920 
ctggtcagcc aggtgtgggg gtgttcttgg 1980 
aaatataatg caaataaata aatatttagg 2040 
2064 
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<400> 6 

gcatgtaggg tcggcggagg ctgccggcgg 
tctttctctg tgtgtctgct gtgtctgctc 
ctgccccgga gcgcagcagc caccctccga 
gggcaacttg ccgcggactg cctgggctta 
gaattgcacg gcgcagcccg gcggggggct 
aatcggggtc tcgtttttgc gtggaagagc 
cgccgccgcc gccgccgccg ctgctagtgc 
cacgcgagcg gggagacctc caaggcagcg 
gcgcacatcc gtcgagcccg aggggagatt 
cttgggggtg actgtccctg gccggctgtc 
aagtgtgtgc gagtgtgtat gtgtgtgtgc 
cccgtcgagt gatgcacttg gaatgagaat 
tttcttcttc aagccaattt catcgtctgc 
catgaaggct ggtgggcata caaggaggtg 
ttctggggat tggtgaactc agcttggaat 
gtcaacatag agaccagtca catgatcttc 
acggggggca ggaaggtcag tgggaccatg 
ctggacaagg agcacttggt caacatatct 
gaggagatcc gactacactt tgggagtgag 
ggacaggcct tctctgggga ggtgcagctc 
gtcacagaag ctgcaaagag tccaaatgga 
tctgattcat caaacccatt tcttaatcga 
acatataaaa atgatgcata tttactacag 
acctctagtt tcatcactta cgatgggtcg 
agttggatca taatgaacaa acctgtctat 
ctgctcagcc agaaccagcc atctcagatc 
gtccagccac tcaacaaccg ctgcatccgc 
gactgtccaa acaaccgagc ccagaagctt 
tagggaacaa agccaagaag aatcccacct 
aacctagaat gtcccccttc ttgcttctct 
ttgggattgg ccctttcttc atgaaaagtg 
ctcacacata ctcacaaaca cacacacaag 
catacctaca cacacacaca ctcttacaac 
aaaagtctca ttcataagag gtcttagaag 
gataccgttt tcctgaacta ataaatctac 
aaaattcttc caaaagagag aggagaaaat 
atcaagtaat ttcagatagt gtcctaggat 
gacaaagttg accaaggaca cttatttcta 
tacaaagaaa aaaaggacag acattgaaga 
tataaggaaa tggaattatt tccctctttg 
cagaaatgat ccatttgctg tttcttgttt 
gttaccagct caataaatgt gtttaacgag 
ctccttcctt acaggctaag ccctggctcc 
ccttcatcta catgttttgt tcatttgcag 
aatgcatttg ctaagcaagt atgactttaa 
ggtgagcttc agcctgagat agcaggcgac 
cccctgtgat gctcccgtga aggaatgcac 
tgttttctct ccaggtgcag ccagatctca 
tgtttataat ggtcactcac tgtgtttggt 



ctggcggttt cgggcaataa tccctgcctc 60 
cttccccgcc ccccggaagc aggagaagaa 120 
ccatgccccg gtgagggggg cggacttcga 180 
gccagcgagc tacgcgctcc cgggagcccg 240 
atcgtctatg tcttcttggg gcgccagacg 300 
ccagtgttgg tggcttcagg tggctgctgc 350 
ggtttccgcc gctggtgcga agagaagaga 420 
aggcatcgga catgtgtcag cacatctggg 480 
tgccggaaca attcaaactg cgatattgat 540 
gggtgggagt gcgagtgtgc actcgctcgg 500 
cgtgtcgggc tccccccttc cccccgtttt 660 
cagaggatgg aaatagtctg ggaggtgctt 720 
atatcagctc aacagaattc accaaaaatc 7 80 
gtccagggaa gctttgttcc agttccttct 840 
ctttgctcfcg tggggaaacg gcagtcgcca 900 
gacccctttc tgacacctct tcgcatcaac 960 
tacaacactg gaagacacgt atcccttcgc 1020 
ggagggccca tgacatacag ccaccggctg 1080 
gacagccaag ggtcggagca cctcctcaat 1140 
atccactata accatgagct atatacgaat 12 00 
ttggtggtag tttctatatt tataaaagtt 12 60 
atgctcaaca gagatactat cacaagaata 13 2 0 
gggcttaata tagaggaact atatccagag 1380 
atgactatcc caccctgcta tgagacagca 1440 
ataaccagga tgcagatgca ttccttgcgc 150.0 
tttctgagca tgagtgacaa cttcaggcct 1560 
accaatatca acttcagttt acaggggaag 162 0 
cagtatagag taaatgaatg gctcctcaag 168 0 
cagtgaaatg ctacaactgt gaattgacgt 1740 
ctccttcttt cccccaagcc tcattcattc 1800 
tctgcaaaac catggcagag gaatacatct 18 60 
cacttgcaca tacatacaaa cacatgcaaa 1920 
ctccatcatg ggaagtcaag tttcagaaac 1980 
aaaataacca gttaacctga tttcaatttt 2040 
ccaatgagac ttttcagcct ttgtacatac 2100 
acagctctga tggcatcaaa cggactttgc 2160 
cctttgaggg tgctggtagc aggtgagcag 222 0 
gattatgatt cttctgttta ctcaacaatt 2280 
gctacacatt gtatatatat caccacagac 2340 
tcacatatct gtagtaggat ttgccaagat 2400 
tccaaaggtc atacattgtg tttggttatt 24 60 
ttaatttcat ttttctggct ttggtctgtt 2520 
atgcaactgc attctttgat ttcacttgtt 2580 
ccagttttta ctgagtttgt ggcaatcagg 2640 
ttccactcca tggctcaatc attcacatga 2700 
agacttcttg cgtttcaaaa ctgccatgcc 27 60 
tttgccttgt aagttcctgg gaaaggggta 2820 
caaagtacaa aacgaatgcc tttcttttct 2880 
tactgtcaag aaatcaataa atgtgtta 293 8 
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